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[Abstract] Objective To observed the influence of nourishing yin clearing heat formula in gene expression profiling on
PBMC of internal heat due to yin deficiency type SLE patients. Methods Incubating PBMC of internal heat
due to yin deficiency type SLE patients with medicated serum of the nourishing yin clearing heat formula, ex—
tracting total RNA and using genechip to detect gene expression profiling of PBMC after incubation. Results

The research display: the medicated serum of nourishing yin clearing heat formula had up-regulated 51
genes expression,down-regulated 92 genes expression. all of the genes are belong to twenty-ene gene function
clusters. And the functional protein coded by this genes are located at 8 parts of cell. the medicated serum
and dexamethasone up—regulated 2 genes expression, down — regulated 12 genes expression simultaneously.
But medicated serum up—egulated 9 genes expression, down—regulated 12 genes expression the dexamethasone
had no similar regulation, however dexamethasone up-regulated 15 genes expression, down—regulated 11
genes expression the medicated serum had no similar regulation too. Conclusion The influence of nouris—
hing yin clearing heat formula in gene expression profiling on internal heat due to yin deficiency type SLE pa—
tients were wide and complex. A large number of genes expression were regulated. The functional protein co—
ded by this genes distributed widely in cell.
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